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Unfortunately,  its  direct  application  to  positive  blood  culture  is  still  lacking










from  positive  blood  culture  after  a  short­term  incubation  on  solid  medium.
This  protocol  was  used  to  evaluate  direct  identification  of  microorganisms
from 162 positive monomicrobial blood cultures; at different incubation times
(3,  5,  24  h),  MALDI­TOF  MS  assay  was  performed  from  the  growing
microorganism  patina.  Overall,  MALDI­TOF  MS  concordance  with
conventional methods at species  level was 60.5, 80.2, and 93.8% at 3, 5, and









morbidity and mortality related to bloodstream infections [ 5, 11 14 ]. Reducing
time for positive blood culture pathogen identification results in an appropriate
antimicrobial therapy and improves patient management and outcome









[1, 3, 6, 13 ]. Matrix­assisted laser­desorption/ionization time­of­flight (MALDI­
TOF) mass spectrometry (MS) is a useful and robust tool that can rapidly and
accurately identify microorganisms with a high degree of specificity and




































































































MALDI­TOF MS  identification  results  Concordance  of MALDI­TOF MS  identification  results  at  3  and













n. Genus % Species % Genus % Species
Gram­positive
bacteria 121 79 65.3 74 61.2 108 89.3 102
Gram­positive
cocci 116 79 68.1 74 63.8 107 92.2 102
Enterococci 12 10 83.3 10 83.3 11 91.7 10
 Enterococcus
faecalis 10 9 90.0 9 90.0 10 100.0 10
 Enterococcus
faecium 1 0 0.0 0 0.0 1 100.0 0
 Enterococcus
gallinarum 1 1 100.0 1 100.0 0 0.0 0
 Micrococcus
luteus 1 1 100.0 1 100.0 1 100.0 1
Staphylococci 99 66 66.7 63 63.6 92 92.9 89
 Staphylococcus




85 54 63.5 51 60.0 78 91.8 75
 Staphylococcus
capitis 3 2 66.7 2 66.7 3 100.0 3
 Staphylococcus
cohnii 1 0 0.0 0 0.0 0 0.0 0
 Staphylococcus
epidermidis 47 35 74.5 35 74.5 44 93.6 43
 Staphylococcus
haemolyticus 11 5 45.5 4 36.4 10 90.9 9
 Staphylococcus
hominis 20 11 55.0 10 50.0 19 95.0 19
 Staphylococcus
simulans 1 1 100.0 0 0.0 1 100.0 0
 Staphylococcus
warneri 2 0 0.0 0 0.0 1 50.0 1
Streptococci 4 2 0.0 0 0.0 3 75.0 2
 Streptococcus
anginosus 1 0 0.0 0 0.0 0 0.0 0
 Streptococcus





n. Genus % Species % Genus % Species
 Streptococcus
dysagalactiae 1 1 100.0 0 0.0 1 100.0 0
 Streptococcus
pneumoniae 1 1 100.0 0 0.0 1 100.0 1
Gram­positive rods 5 0 0.0 0 0.0 1 20.0 0
 Brevibacterium
casei 2 0 0.0 0 0.0 0 0.0 0
 Corynebacterium
striatum 2 0 0.0 0 0.0 1 50.0 0
 Propionibacterium
acnes 1 0 0.0 0 0.0 0 0.0 0
Gram­negative
bacteria 32 25 78.1 24 75.0 29 90.6 28
Enterobacteriaceae 29 23 79.3 23 79.3 27 93.1 27
 Enterobacter
cloacae/asburiae 4 4 100.0 4 100.0 4 100.0 4
 Escherichia coli 10 8 80.0 8 80.0 10 100.0 10
 Klebsiella oxytoca 2 2 100.0 2 100.0 2 100.0 2
 Klebsiella
pneumoniae 9 6 66.7 6 66.7 8 88.9 8
 Morganella
morganii 1 1 100.0 1 100.0 1 100.0 1




3 2 66.7 1 33.3 2 66.7 1
 Acinetobacter
lwoffi 1 0 0.0 0 0.0 0 0.0 0
 Aeromonas
hydrophila 1 1 100.0 0 0.0 1 100.0 0
 Stenotrophomonas
maltophilia 1 1 100.0 1 100.0 1 100.0 1






time <24 h >24 h <24 h >24 h
Microorganisms 67.4 45.8 86.5 70.8
Bacteria 69.0 55.0 88.5 85.0
Gram­positive cocci 64.6 56.3 89.2 87.5

















n. Genus % Species % Genus % Species
 Candida albicans 4 0 0.0 0 0.0 0 0.0 0
 Candida
parapsilosis 2 0 0.0 0 0.0 0 0.0 0
 Torulopsis
glabrata 3 0 0.0 0 0.0 0 0.0 0
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